This disclosure concerns a plant of the genus, Brassica, or parts thereof, which comprise one or
more traits selected from the group consisting of high oleic acid content, low linolenic acid content,
increased herbicide resistance, restorer of cytoplasmic male sterility, and increased clubroot disease
(Plasmodiophora brassicae) resistance, compared to a wild-type plant of the same species. This
disclosure further relates to wild-type and mutant alleles of genes involved in these traits, molecular
markers linked thereto, and methods of their use.



